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m phage Hyperion el R? uence, 6176 including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 7/31
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m phage Hyperion el Rl?te , g 769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 8/31
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m phage Hypenon uer drgg{g tgPel Ic:I | |nng 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 9/31
m phage Hyperion com p ete squence, inciu mg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 9/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 12/31
1 phage Hyperion complete squenc@%%@ ﬁﬁﬁ@fﬁgmrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 12/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 13/31
1 phage Hyperion complete s%%rﬁ%@aé%%@%ﬁﬁ@fﬁg?ng 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 13/31
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1 phage Hyperion c?mglgie squence, 61769 bp includin
1 phage Hyperion complete squ%rﬁ%@aé%%@'%ﬁﬁ@fﬁg?nrg
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 16/31
1 phage Hyperion complete squenc@%%@ ﬁﬁﬁ@fﬁgmrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 16/31
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203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 17/31

) phage Hyperion c?mglgie S 61769 bp includin
1 phage Hyperion complete squ%rﬁ%@aé%%@r%ﬁﬁ@fﬁg%g 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 17/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 18/31
1 phage Hyperion complete squenc@%%@ ﬁﬁﬁ@fﬁgmrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 18/31
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' phage Hyperion cQmplete squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 20/31
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1 phage Hyperion complete squ%%% B Png 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 20/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 21/31
1 phage Hyperion complete s%%rﬁ%@aé%%@r%ﬁﬁ@fﬁg%g 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 21/31
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1 phage Hyperion complete squence, 61769 bp inclu
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203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 22/31

mg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 22/31
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) phage Hyperion c?mglgée squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 23/31
1 phage Hyperion complete squenc@%%@ ﬁﬁﬁ@fﬁgmrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 23/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 24/31
1 phage Hyperion complete s%%rﬁ%@aé%%@%ﬁﬁ@fﬁg?ng 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 24/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 25/31
1 phage Hyperion complete squenc@%%@ ﬁﬁﬁ@fﬁgmrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 25/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 27/31
1 phage Hyperion complete squenc@%%@ ﬁﬁﬁ@fﬁgmrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 27/31

~

1.0
| i
L] Ny
0.5" P I | I:: : :. : — = A I R ;‘v—‘*;: ll
H oo I Do
§ AT o
ool L 1L el NV
1' or 53200 53600 54000 54400 54800
© n
(&) H
c 11
(O] 1
> ! b
O [ \
$< o5 — ‘ l":”“u‘ e | 1 o b ’,l\l e
IS P '
= L R
5 , :/\'I : ‘\
0.0 ‘ |1 | | || | | \ \ I PR RN AN | .
10r 53200 53600 54000 54400 54800
[ o ! e B 1
[, | | [ \ \ Lo L | A \

@ 53200

c

(O]

>

O

(O]

n

P

©

E< 1o —

(O]

£

Q

o

S L

o 53200
0.5 1+ it  —
oob—1 1| 1 I |

~ 53200 53600 54000 54400 54800

typical.ps atypical.ps



203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 28/31

) phage Hyperion c?mglgie squence, 61769 bp includin
1 phage Hyperion complete squ%rﬁ%@aé%%@'%ﬁﬁ@fﬁg?nrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 28/31
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) phage Hyperion c?mglgie squence, 61769 bp including 203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 29/31
1 phage Hyperion complete squenc@%%@ ﬁﬁﬁ@fﬁgmrg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 29/31
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) phage Hyperion c?mglgie s
) phage Hyperion complete squ%%%
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203 bp terminal repeat, Cluster EG, Order 4, Window 96, Step 12, 30/31

mg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 30/31
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dmg 203 bp terminal repeat, Cluster EG, Order 2, Window 96, Step 12, 31/31
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