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obacterium phage R 15 8%Wg$§l-teﬂ<sﬁ%urﬁncr%,dl‘§6288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 3/75
obacterium phage R00(S515 COmp et sequence, ih 8 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 3/75
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obacterium phage R 15 8%Wg$§l-teﬂ<sﬁ%urﬁncr%,dl‘§6288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 5/75
obacterium phage R00(S515 COmp et sequence, 156288 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 5/75
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obacterium phage R 15 8%Wgﬁt(?l<s’ﬁﬂ1urﬁncree’dl 6288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 6/75
obacterium phage R00(S515 COmp et sequence, ih 8 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 6/75
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obacterium phage R 15 omgﬁ%eﬂgﬁﬂ]uence 1%6288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 7/75
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obacterium phage R 15 8%Wg$§l-teﬂ<sﬁﬂ1urﬁncr%,dl‘§6288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 8/75
obacterium phage R00(S515 COmp et sequence, ih 8 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 8/75
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te Spauence 1%6288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 9/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ%Z% bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 10/75
bacterium phage R00(S515 comp?e e &
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/10 T N7 I‘ AN - v
: . — I N
\ L | \ \ L, | | [ \
10¢ 17200 17600 18000 18400 18800
O]
o
c
Q
>
oy
% < 05F * “ n oy by | T
= l
@ |
a '.
\ L J I ;
0.0
17200
10y
0.5
ool L L 1 | | ]
> 17200
101
|
05hH /i i Lo o ety 0 b ﬁr‘—‘r‘;—lc““ﬂ“—“—“r;
A
0.0 L J [ L. | L | l [ L A L \
o 1'0 ) 17200 17600 18000 18400 18800
s | Ul ] 1
S ' I i
O n n I
O I " Y
n n " : |,"|
> :: | :‘l [
9< 0.5 i Huu_‘u\l SR | L | L
: o o !
E [ : [ ! |
Q ! \ [ : 1
= o b A Lo
g 0.0 /\L‘_ ‘\ ‘ I\‘ i ‘ \JA‘ ‘ \/'{‘ ‘\ ‘ ,‘ ‘ -w‘ ‘ I ‘ /LL L '\AI ! ‘ \‘ ‘
© 1'0 ) 17200 17600 18000 18400 18800
0.5 ™ “:]'l‘ ‘l: ]I o I — o
‘ ! !
ool b T L N e S L e
- 17200 17600 18000 18400 18800

Nucleotide Position

typical.ps atypical.ps



bacterium phage R 15 c&ngﬁlﬁ-\?%ﬁ?ﬂuence %5})%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 11/75
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bacterium phage R00(S515 comp? séqtrpemn(%je 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 11/75
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bacterium phage R 15 c&ngﬁlﬁ-\?%ﬁ?ﬂuence %5})%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 12/75
ete

bacterium phage R00(S515 comp? séqtrpemn(%je 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 12/75
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bacterium phage R 15 can I?\?%ﬁ?ﬂlrhemncer’e%sggzgg bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 13/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 13/75
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bacterium phage R 15 c | eguence 1})%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 14/75
bacterium phage R00(S515 c%ﬁ?ﬁ%ﬂégmemm%ﬁefs 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 14/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ%Z% bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 15/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 15/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ‘g%S bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 16/75
bacterium phage R00(S515 comp?e e se‘quenc%, s bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 16/75
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bacterium phage R 15 can I?\?%ﬁ?ﬂlrhemncer’eﬁ‘gzgg bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 17/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 17/75
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bacterium phage R 15 c&ngﬁlﬁ-\?%ﬁ?ﬂuence %5})‘%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 18/75
ete

bacterium phage R00(S515 comp? séqtrpemn(%je 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 18/75
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bacterium phage R 15 c&ngﬁ)lﬁ-\?%ﬁ?ﬂuence %@%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 19/75
ete

bacterium phage R00(S515 comp? séqlrpemn(%je 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 19/75
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288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 20/75
28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 20/75
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bacterium phage R 15 can I‘:l'\?%r eﬂlrhemncere%S!g%ZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 21/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 21/75
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bacterium phage R 15 can I?\?%ﬁ?ﬂlrhemncer’eﬁézgg bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 22/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 22/75
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bacterium phage R 15 can I?\?%ﬁ?ﬂlrhemncer’eﬁ‘gzgg bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 23/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 23/75
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bacterium phage R 15 cggﬁlq\?%ﬁ(eﬂ%emncere%SQZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 24/75
bacterium phage R00(S515 comp?e e &

sequence, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 24/75
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bacterium phage R 15 cggﬁlq\?%ﬁ(eﬂ%emncere%SQZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 25/75
fete & 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 25/75
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288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 26/75

5 comp sequence, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 26/75
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bacterium phage R 15 can I‘:l'\?%r eﬂlrhemncere%S!g%ZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 27/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 27/75
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s bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 29/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ%%S bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 30/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 30/75
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sequenc%, s bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 31/75
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bacterium phage R 15 cggﬁ)lq\?%ﬁ(eﬂ%emncere%%Z% bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 32/75
bacterium phage R00(S515 comp?e e se‘quenc%, s bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 32/75
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bacterium phage R 15 cggﬁ)lq\?%ﬁ(eﬂ%emncere%SQZBS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 33/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 33/75
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bacterium phage R 15 cggﬁ)lq\?%ﬁ(eﬂ%emncere%SQZBS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 34/75
bacterium phage R00(S515 comp?e e sequence, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 34/75
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bacterium phage R 15 cggﬁlq\?%ﬁ(eﬂ%emncere%SQZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 35/75
bacterium phage R00(S515 comp?e e &

sequence, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 35/75
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bacterium phage R 15 can I?\?%ﬁ?ﬂlrhemncer’eﬁ‘gzgg bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 36/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 36/75
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bacterium phage R 15 cggﬁ)lq\?%ﬁ(eﬂ%emncere%SQZBS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 37/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 37/75
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15 can ‘I?g\?%ﬁgﬂﬁencer,eﬁ%ZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 38/75

5 comp séqmemn(%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 38/75
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bacterium phage R 15 cggﬁ)lq\?%ﬁ(eﬂ%emncere%SQZBS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 39/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 39/75
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bacterium phage R

288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 40/75
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bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 40/75
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bacterium phage R

15 cggﬁ)lg\?%ﬁ(eﬂuencereﬁ%ZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 41/75

bacterium phage R00(S515 comp? séqtrpemn(%, s bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 41/75
(10 e : — .
\ [ \
1' or 82800 83200 83600 84000
(8]
(&)
c
(]
=
§< 0.5"—\‘ T [ %A
(&S]
g
=
0.0 \ | [ \ \ [ | [ | [, \ [
1'0 . 82800 83200 83600 84000 84400
0.5
0.0 \ I | .| \ \ || l | | | ||
> 1' or 82800 83200 83600 84000 84400
!
05 [ " PP noor Lo N n ::I
,\ iy
S O I P Y’ B Y1
9 1'0 . 82800 83200 83600 84000 84400
% .
S \ i
oy n N 1
(O] K ,‘ \
n Xl ,'\ :'
> H 1 3 X
Q< 05—+ ' A do e nt ' ”:“l o S e N i e
% :\ || l', ,’ 'I : \‘IIII i‘ ;\ : !
£ X D Lo AT L
Q ,I ! [N | 'l 1 ll’ P ! I
= ! ll : \\ N Lo : \\Il ‘\ ) /' \‘ "
= P I R SO N P S 0 O N IO N AN A O S N I
© 1' or 82800 83200 83600 84000 84400
0,5*'\,‘\\"l S | ﬂﬂ—:l
Vo .'
0.0 N [ \ \ [ l L | | | I SN [ | | B
- 82800 83200 83600 84000 84400

typical.ps

Nucleotide Position

atypical.ps



bacterium phage R 15 cggﬁ)lq\?%ﬁ(eﬂ%emncere%SQZBS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 42/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 42/75
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bacterium phage R

15 cggﬁ)lq\?%ﬁ(eﬂ%emncere%SQZBS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 43/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 43/75
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Complementary Sequence
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15 cggﬁtl?g\?%ﬁ(eﬂ%emmﬁ,eﬁ%%S bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 44/75

28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 44/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂuencer,eﬁ??% bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 45/75
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bacterium phage R00(S515 comp? 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 45/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ??% bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 46/75
bacterium phage R00(S515 comp?e e &

sequence, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 46/75
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bacterium phage R 15 c&ngﬁlﬁ-\?%ﬁ?ﬂuence %5})%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 47/75
ete

bacterium phage R00(S515 comp? séqtrpemn(%je 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 47/75
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bacterium phage R 15 c&ngﬁlﬁ-\?%ﬁ?ﬂuence %5})%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 48/75
ete

bacterium phage R00(S515 comp? séqtrpemn(%je 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 48/75
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bacterium phage R 15 cggﬁlq\?%ﬁ(eﬂ%emncere%SQZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 49/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 49/75
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bacterium phage R 15 cggﬁlq\?%ﬁ(eﬂ%emncere%SQZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 50/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 50/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ%%S bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 51/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 51/75
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bacterium phage R
bacterium phage R0OO(S
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288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 52/75

28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 52/75
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bacterium phage R 15 cggﬁlq\?%ﬁ(eﬂ%emncere%SQZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 53/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 53/75
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5 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 54/75
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bacterium phage R 15 c&ngﬁlﬁ-\?%ﬁ?ﬂuence %5})‘%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 55/75
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288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 56/75
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288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 60/75
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bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 60/75
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288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 61/75
28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 61/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ%%S bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 62/75
bacterium phage R00(S515 comp?e e &

sequence, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 62/75
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bacterium phage R 15 cggﬁlﬁ-\?%ﬁ(eﬂ%emncereﬁ%Z% bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 63/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 63/75
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bacterium phage R 15 cggﬁlq\?%ﬁ(eﬂ%emncere%SQZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 64/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 64/75
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bacterium phage R 15 c | eguence 1})%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 66/75
bacterium phage R00(S515 c%ﬁ?ﬁ%ﬂégmemm%ﬁefs 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 66/75
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bacterium phage R 15 c&ngﬁ)lﬁ-\?%ﬁ?ﬂuence %@%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 67/75
ete

bacterium phage R00(S515 comp? séquenc%rje 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 67/75
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15 cggﬁ)lg\?gaﬁ(eﬂ%emncere%SQZ% bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 69/75

5 comp? se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 69/75
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bacterium phage R 15 can I‘:l'\?%r eﬂlrhemncere%g‘%ZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 70/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 70/75
(107
0.5 — : h
0.0 \ \ \ L |
1' 0 144000 144400 144800 145200 145600
o v \‘:l B ‘],: l\
(&) \ !
c | |
m |
= |
$< 0.5 'll‘u : : ULy 9
B |
£ '.
a :
0.0 . | \ \ [ J I S | | \
1'0 . 144000 144400 144800 145200
054 -4 [ B s ey — I |
00‘ \ \ L | [ \ \ || l | . | | ||
> 1' or 144000 144400 144800 145200 145600
05 : by O T i I
00\ \ \ L A | \ \ [ | [ | | | \ |
o ' 144000 144400 144800 145200 145600
% 1.0 [
=]
oy
Q
n .
Py "
Q< 051 o :\.H” - Loy [ — nor— e \‘ . B e
© )
£ -
9 [
o [
g 00\ \ \ | Lol ] \ \ I l [ | | || \ |
© 1' or 144000 144400 144800 145200 145600
ll :A\,'\\ 1’[
05— r———— 1 ‘ ‘ et ,'H' — I.",‘
FHEHY A ¥ !
| l‘\ noa :n\: l]'\\ ’, y " k l‘ :\\
0 l"l ,‘ ll A l\ ,1 \\ II \\ ,’\ : \ \ 1 ‘\ : \‘ 1 l\
L A K B 7 2 O N e 2 A N SO VA S B
~ 144000 144400 144800 145200 145600

Nucleotide Position

typical.ps atypical.ps



bacterium phage R 15 cggﬁ)lq\?%ﬁgﬂ%emncereﬁé
bacterium phage R00(S515 comp?e e se‘quenc%, s bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 71/75
" 10 [ /, 4\/" - \\ ]
0.5 = " E— 9 ‘I'”\‘ ‘):I H "1,' ‘,,”
o "
ool L. L 1 1 1 1 R PR R
1' or 146000 146400 146800 147200 147600
v : : \l :.\/\ A2 \\/,\\, :
O I “ : 1
c ' [ |
m " . |
g_ : Vi :
$< 051 ‘:“ H lI”I' : ': 1! 1o o
45 W n I
2 | ! |
8 |
: i \ \ | L
146400 146800 147200 147600
— ! — 1
\ L | \ \ || L | | . L
146400 146800 147200 147600
0.5 e I I " o
ﬁ‘ iR
OO /’, \\ I ‘ lI “\ ‘\ I ‘ = ‘\/\ ‘ I ‘\ I I L
o 1'0 ) 146000 146400 146800 147200 147600
% .
=]
oy
)
n i .'1
> !
Q< 05 T " R e P — Ly S
3 X X
E ,l ll I l‘
2 [ ,, 1
o I ‘I A P
E | goldl . L1, | ‘ » \‘ A I
o 1' or 146000 146400 146800 147200 147600
O5F i 0 L, P o \ o :\\\‘
O 0 I ‘ A ‘\ L ‘ ‘ L J ‘\ : \\4 J\"\ ‘ L ‘ ‘\ ‘
~ 146000 146400 146800 147200 147600

288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 71/75

typical.ps

Nucleotide Position

atypical.ps



bacterium phage R
bacterium phage R00(S515 comp?

~

Direct Sequence
A

Complementary Sequence
N

. 0.0

1.0

1.0

0.5

0.0
1.0

0.5

1.0

0.5

0.0
1.0

0.5

0.0
1.0

0.5

0.0

15 c&ngﬁ)lg\?%ﬁ?ﬂuence %@%288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 72/75

.mmym
sequence,

28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 72/75

148000 148400 148800 149200
— th Il ) [— N
L ‘ ‘\ \‘ L \‘ \‘ L
148000 148400 148800 149200 149600 150000
B I
\ [ \ \ [ | [ \ | [ |
148000 148400 148800 149200 149600 150000
— I R L — e '1’\“
O o O S O A1 | N
148000 148400 148800 149200 149600 150000
!
— : : P o “:‘l‘ "
\ [ Lo [ N [ \ [ P | LN ] \ \
~ 148000 148400 148800 149200 149600 150000
g e
:\l/‘ l‘
| AL IR PR 0N | | | il ‘ J
148000 148400 148800 149200 149600 150000

typical.ps

Nucleotide Position

atypical.ps



bacterium phage R 15 can I‘:l'\?%r eﬂlrhemncere%S!g%ZSS bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 73/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 73/75
(1.0 —
05 L1 L1 ‘I|"l’
' 152000
1.0
(8]
(&)
c
Q
=
% < 0.5 - —
3]
g
5 )
0.0 [ | | | | A \ \ \ .| L
1'0 . 150400 150800 151600 152000
0.5 : : 1 ! by e I
00 [ [ | [, | | \ | L \ \ | L
> 1. or 150400 150800 151200 151600 152000
II’\“ I‘
Y
051 [ e A I e e :l\‘: i ‘.”."\\ ERRTI I P
1‘\1, l"ll' |’l II ||,: ‘1 l\ :‘:
:”/‘\ | I'I '\l’ ! \ l"\:, .
0.0 || | | | [ B | I AN P NN \ \ .| L
o 1'0 . 150400 150800 151200 151600 152000
% .
=]
on
Q
n
Py
g< OST — !—‘!—‘ !—u\‘ ! — ! i — - ‘\“ - - \“H‘
3 .
£ " !
9 n ,l
= ) X ‘ , "
g O 0 ‘ I\“ L/\l \L ‘ ‘ I ‘ ‘\ 4/\Y I ‘ ’\/\L i J\ ‘ I ‘ ‘\ ‘ ‘;\‘ ‘ ‘ ‘ L ‘ ‘\
© 1' or 150400 150800 151200 151600 152000
0.5+ ‘,: "] I8 o fo : et : . —r
A \ b i
OO -I ‘\)\ | ‘ ! ‘\\‘\ ‘ '\4‘ \”\ ‘_ J\ ;"\‘ \‘ ‘ ‘ ‘ | ‘ ‘\ ‘ \‘ /’ /j’\ \\\ ‘ "\ ‘ ! \_// :L\
~ 150400 150800 151200 151600 152000

Nucleotide Position

typical.ps atypical.ps



bacterium phage R
bacterium phage R0OO(S

~

Direct Sequence
A

Complementary Sequence
N

45 RTRSIREN

5 comp

S&q

uence

mm
uen

1.0

i

(%r’e

288 bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 74/75
28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 74/75

J_H\—\d—\ L‘_\

typical.ps

1.0 ) 152400 152800 153200 153600

05fF 449t+—~+——— | — —

O 0 \‘ L ‘ ‘ L \‘ L L \‘

1'0 ) 152400 152800 _ }53200 153600 154000

0'5 | | |’ Ll \‘J I: i

i 1 !

ool L & 1 1 11 L
> 1.0 ) 152400 152800 153200 153600 15400

05 o L b o — e . I

:' \.r \\

0.0 \ A | | \ \ LA || \ \ I A DTN R 2 N L

1'0 ) 152400 152800 153200 153600 15400

05¢r e e o ,‘. : o I e e

0.0 N [ ERSANN \ [ ) I . \ \ Lk [ | | L

1'0 ) 152400 152800 153200 153600 15400

' ] |
0.5 T o — N ]
l:l; l‘ l’ “\

0.0 e I S 2

~ 152400 152800 153200 153600 154000

Nucleotide Position

atypical.ps



bacterium phage R 15 can I?\?%ﬁ?ﬂlrhemncer’e%sggzgg bp, circularly permuted, Cluster C1, Order 4, Window 96, Step 12, 75/75
bacterium phage R00(S515 comp?e e se‘quenc%, 28 bp, circularly permuted, Cluster C1, Order 2, Window 96, Step 12, 75/75

/10 \ 1 \/\/\'/ \ ,\""‘ o /N "~ kS
o R
! T
10 154800 155200 156000
()
o
c
(]
>
O
$< O5h i1 rab— ! ' ' ! 15 I | —
©
o
5
0.0 \ \ | ] | | [ | | \ | \ \ \
1'0 ) 154400 154800 155200 } 156000
051 1 :I e = I
00 | \ [ | | || L |l | |, | L L \ | |
> 1.0 B 154400 154800 155200 155600 156000
AR
05 ~ I o i Loy o—H
. I|'\ N
S O S S M I Y O
o 1'0 ) 154400 154800 155200 155600 156000
% .
= A
oy \
) 'y
) n
> ".
Q< os5H—+——=~~ — L =0 i \r‘—“—:“l T B el e
© i .
E oy h
s :‘ /\L N
=3 ! I\ L "\
5 0.0 \ \ [ | | | | | b \ L, | [ N BN | |
o 1'0 ) 154400 154800 155200 155600 156000
i
0.5 ! ,'In ; b X W
,"\\ o ; N '
ool IAT Ll ey LI LA |
~ 154400 154800 155200 155600 156000

Nucleotide Position

typical.ps atypical.ps



