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e complete sequence, §1§97 gr%g%gi(nﬁ 10-bar1(§8i3'i8h/erhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 4/26
e complete sequence, 97 bpinc udlr‘lgr%]—kg)aseg overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 4/26
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e complete sequence, §1§97 gr%g%gi(nﬁ 10-bar1(§8i3'i8h/erhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 5/26
e complete sequence, 97 bpinc udlr‘lgr%]—kg)aseg overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 5/26
(10—
Y "
0.5 ,’Ill‘,' : I; \ Lo 9 — |
:\: !
o | \ i | \ \ L I | \ \ [
7200 7600 8000 _ __ 8400
(O] ; ! l\\ A ’I\\ IN \\I ' “/ \\’I ‘\l’ \\V :
(&) N n VIRV v 1 !
c won Y] 1 1
(O] [ ! " 1 I
> H" T v 1 1
lon "ll I 1 1
8< 05— R ——
-.5 1 1 1
o | '.
a g !
0 \ \ \ .|
1'%400 6800 7200 7600 8000 8400
05 e e e N M
0ol \ \ | L L. | \ \ L[ L \ \ L
> 1'%400 6800 7200 7600 8000 8400
0.5 I o “I’II‘“ I: |
x o o
ool L1 e iy
o 1'%400 6800 7200 7600 8000 8400
% .
=]
on
Q
n
Py
,,‘E< 051 ! L I I N — [ —
3
S
Q
o
£ 0ol \ \ L | L L. | \ \ L[ L \ \ L
© 1'%400 6800 7200 7600 8000 8400
I’l
0.5 ;“ b b = L ! | L
o
ll’| Il ’I‘ll '\
ool 1 de Lo b A e L i ]
- '%400 6800 7200 7600 8000 8400
Nucleotide Position
typical.ps afypl(;alfpfs 77777



e complete sequence, §1§97 gr%g%gi(nﬁ 10-bar1(§8i3'i8h/erhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 6/26
e complete sequence, 97 bpinc udlr‘lgr%]—kg)aseg overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 6/26
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'igh/erhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 7/26
overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 7/26
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complete sequence, 51397 b@eiﬂ‘é' ng 10—basrg(§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 10/26
complete sequence, 7 bp mcluéllngth'-% sé 3 overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 10/26
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complete sequenc 7 b@elﬂtél |r 10- basrgtgé; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 11/26
complete sequence, 7 bpincluding HESEHCEY erhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 11/26
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complete sequence, 51397 b@eiﬂ‘é' ng 10—basrg(§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 14/26
complete sequence, 7 bpinclu mgth'—% sé 3 overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 14/26
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complete sequence, 51397 b@eiﬂ‘é' iﬂg 1O—basr80§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 15/26
complete sequence, 7 bpinclu mghﬂﬂ) sé 3 overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 15/26
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complete sequence, 51397 b@eiﬂ‘é' ng 10—basrg(§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 16/26
complete sequence, 7 bpinclu mgth'—% sé 3 overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 16/26
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complete sequenc 7 b@elﬂtél r 10 srg%;” ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 17/26
complete sequence, 7 bpinclu ain g Sé erhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 17/26
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complete sequence, 51397 b@eiﬂ‘é' iﬂg 10—basrgd§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 18/26
complete sequence, 7 bp mcluéllngth'-% sé 3 overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 18/26
(107
0.5 AL
0.0 \ L[| | -y | \ \ [ N o) | YN S N R NN
1' or 34000 34400 34800 35200 35600
(8]
(&)
c
(]
>
(o
$< 0.5F & ! ot — bt ‘ 1 T hh Y | s e N A
3]
g n
5 I/"\ I»‘: \\ n,
0.0 |+ J [SUSCAN D FR [ | [ | | [ \ [ \
1'0 . 34000 34400 34800 35200 35600
05 ) o I | I o Il — -
i Lo
Y O Y O ) B U R B LA O
> 1. or 34000 34400 34800 35200 35600
0.5 A
0.0 \ L | [ \ \ [ | [ | | | \ [ \
o 1'0 . 34000 34400 34800 35200 35600 _
=] ! \ \ I
oy 1 \ 1
(] I \ 1
n ! \ I
> | Vo
Q< 05— T - T e I X i (—
c [
[47) ! vl
£ | L
Q ! V!
o : |"‘
3 S P N
© 1' 0 34000 34400 34800 35200 35600
\\II\ 2V \, ‘\,\l ’, ] \“Il’ \ ,\',' \I
] V! I
05 L Ll ILL Ll "|l L
0.0 = | \ [ \
\ .
34000 34400 34800 35200 35600
Nucleotide Position
typical.ps afypl(;alfpfs 77777



complete sequenc 7 b@elﬂtél |r 10- basrgtgé; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 19/26
complete sequence, 7 bpincluding HELE verhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 19/26
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complete sequence, 51397 b@eiﬂ‘é' iﬂg 1O—basr80§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 20/26
complete sequence, 7 bp mcluéllnghfa% sé 3"overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 20/26
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complete sequenc 7 b@e'ﬂ‘él r 10 Srgoiin ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 21/26
complete sequence, 7 bpinclu ain g Sé erhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 21/26
(107
05 — : : o 1 S Lo Il ot = —
I VS T oYY O I O Y IO IO ¥ S M A ALY
1' or 40400 ' 40800 41200 41600 42000
(&) ! \
c ! |
Q , ! .
> il ! | \
O il ! \ I
$< 0.5 m = o S M o Lo a9
— S ! | . i
3 AR oo ]
a o ;'I;IA:' '. "o
0.0- Lo e | | [ IR LY AN B L [ \ \ VAN RPN
1'0 . 40400 40800 41200 41600 42000
" )
05— | e L L u '."I\ | An [

»M

051 I i e —

Complementary Sequence
N

0.0
1.0r

0.5

0.0

typical.ps atypical.ps



complete sequence, 51397 b@eiﬂ‘é' ng 10—basrg(§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 22/26
complete sequence, 7 bpinclu mgth'—% sé 3 overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 22/26
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complete sequence, 51397 b@eiﬂ‘é' iﬂg 1O—basr80§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 23/26
complete sequence, 7 bpinclu mghﬂﬂ) sé 3"overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 23/26
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complete sequence, 51397 b@eiﬂ‘é' iﬂg 1O—basr80§;; I(\)/ﬁrhang (CGGCCGGTAA), Cluster A4, Order 4, Window 96, Step 12, 24/26
complete sequence, 7 bp mcluéllnghfa% sé 3 overhang (CGGCCGGTAA), Cluster A4, Order 2, Window 96, Step 12, 24/26
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