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Mycobacterium phagg Xi\vie complete sequenc @8493 bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 2/34
en%‘lellaert'g.rim% ﬁ%@] €493 bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 2/34
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Mycobacterium phwvie c%wmlgrt_g ﬁe%qug“gw% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 4/34
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Mycobacterium phwvie %%rémlgrt_g ﬁ%qur}Cé(ej“gM% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 5/34
Mycobacterium phage Xavier compléte sequence, €493 bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 5/34
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Mycobacterium phwwe %owm:grt_gﬁ%%er}g%kgw% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 6/34
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Vlycobacterium phage Xavier complete
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Vlycobacterium phagg Xavier @%ngt(?ksE%une]ncr%ug%A% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 11/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 11/34
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Vlycobacterium phamner é%wgﬁ%EKSE%ungngguggA% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 12/34

Vlycobacterium phage Xavier complete seque s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 12/34
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Vlycobacterium phagg Xavier é%W&&ﬁt?kSﬁ%“n‘%”%%ug@f‘% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 13/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 13/34
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Vlycobacterium phamner @%ng{ﬁ%?ksﬁ%urﬁncr%dggﬂ'gs bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 14/34
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Vlycobacterium phage Xavier comple o bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 14/34

10r

Direct Sequence
A

051 — : : = = e
OO‘ | | \ \ || l | . | | || \ [ |
> 1'0 ) 25600 26000 26400 26800
' |
",‘\\ :\‘,l\
0.5 ‘ — e
pol—Lowh TN UML) L e L ] |
o ' 25600 26000 26400 26800
c 1.07
()
=]
oy
)
n
P
Q< O.5Fu ro norr — [ = NI ! 1 1l — R
©
£
Q
o
£ ool | | \ \ || l | . | | || \ [ | | [
o 1' or 25600 26000 26400 26800 27200
/\ ]
051 - i [ R ST Y AR . L T \':llwwuww R
b
:‘\\l :'\\ ’ I\'Il II’I\ N
Y O O O A K0 Y O A Y S
~ 25600 26000 26400 26800 27200

Nucleotide Position

typical.ps atypical.ps



Vlycobacterium phagg Xavier é%W&&ﬁt?kSﬁ%“rﬁ”%%ug@f‘% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 15/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 15/34
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Vlycobacterium phage Xavier complete
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Vlycobacterium phagg Xavier omplete, sequence 2‘3493 bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 17/34
Vlycobacterium phage avier@gﬁ%{g%ks‘ﬁ@ma crg,u s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 17/34
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Vlycobacterium phagg Xavier omplete sequence
Vlycobacterium phage avier@g%%l{g?éks‘ﬁﬁma crg,u
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Vlycobacterium pha

_ 015 Xav!er @%Wgﬁ%?ksﬁ%urﬁnce 2‘3493 bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 20/34
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Vlycobacterium phagg Xavier é%wgﬁt(?ksE%une]ncr%uggA% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 21/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 21/34
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Vlycobacterium phage Xavier complete
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2‘3493 bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 23/34
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Vlycobacterium phage avier@g%gll{g?éksﬁ@ﬂ% crg,u s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 23/34
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Vlycobacterium phagg Xavier omplete, sequence 2‘3493 bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 24/34
Vlycobacterium phage avier@g%%l{g%ks‘ﬁﬁma crg,u s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 24/34
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Vlycobacterium phagg Xawer @%Wgﬁ%iksﬁ%urﬁncedggﬂ'% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 25/34
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Vlycobacterium phagg Xavier é%W&&ﬁt?kSﬁ%“n‘%”%%ug@f‘% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 26/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 26/34
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Vlycobacterium phagg Xavier omplete, sequence 2‘3493 bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 27/34
@engl{ﬁ%k ffhrr crg,u s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 27/34
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Vlycobacterium phagg Xavier @%Wgﬁt?ksﬁ%urﬁncr%dggﬂ'% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 28/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 28/34
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Vlycobacterium phagg Xavier omplete, sequence 2‘3493 bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 31/34
@engl{ﬁ%k ffhrr crg,u s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 31/34
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Vlycobacterium phagg Xavier @%Wg'{ﬁt(?ksE%une]ncr%ug%A% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 32/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 32/34
(107 .;
o5p— 9 = :Il. o Ly ——
OO ‘ \‘ J’v'} ‘ /\‘ LA [ ‘\ V\ \‘ ‘ ! ‘ l ‘ ’I \\\ ‘ \‘ ‘ I ‘ ‘ ‘ ‘\
1' or 63600 64000 64400 64800 65200
o | :.
(&) I
c Lo
) A ol 4
=) Il In' !
o ;\ o !
$< 05 — Il’,'ul:“lull ,'.l o — TN 1l I ‘—"—‘;’\
3 e ho ; '
g ! ||l Il [ l, N I 'I
a ' 0oA | ' ! | . . '
0.0 LT | | . M\ N I VPN (R [N / RN \ | /\L
1'0 . 63600 64000 64400 64800 65200
051 = I n 1 = — 4t :l‘ =

Complementary Sequence
N

0.51

1.0

0.5

0.0

typical.ps

atypical.ps




Vlycobacterium phagg Xavier é%wgmt(?ksE%une]ncr%uggA% bp, circularly permuted, Cluster B1, Order 4, Window 96, Step 12, 33/34
Vlycobacterium phage Xavier comple?e sequence, s bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 33/34
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Vlycobacterium phage avier@g%%l{g?éks‘ﬁﬁma crg,dgg'ﬁ)& bp, circularly permuted, Cluster B1, Order 2, Window 96, Step 12, 34/34
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